Key indicators: single-crystal X-ray study; T = 273 K; mean (C-C) = 0.003 Å; R factor = 0.030; wR factor = 0.079; data-to-parameter ratio = 6.7.
Related literature
For the biological activity of related compounds, see: Sarangapani et al. (1994) . For related structures, see: Ali et al. (2005a,b) ; Pelosi et al. (2005) .
Experimental
Crystal data C 8 H 7 N 3 O M r = 161.17 Orthorhombic, P2 1 2 1 2 1 a = 4.7211 (5) Å b = 11.4263 (13) Å c = 13.3693 (15) Å V = 721.20 (14) Å 3 Z = 4 Mo K radiation = 0.10 mm À1 T = 273 K 0.50 Â 0.10 Â 0.09 mm
Data collection
Bruker SMART APEX CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2000) T min = 0.950, T max = 0.991 4234 measured reflections 811 independent reflections 776 reflections with I > 2(I) R int = 0.021 Refinement R[F 2 > 2(F 2 )] = 0.030 wR(F 2 ) = 0.079 S = 1.08 811 reflections 121 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.12 e Å À3 Á min = À0.16 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) x À 1 2 ; Ày À 1 2 ; Àz þ 1; (ii) x þ 1 2 ; Ày þ 1 2 ; Àz þ 1.
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL, PARST (Nardelli, 1995) and PLATON (Spek, 2009 ). Isatins are very important compounds due to their antifungal properties (Sarangapani & Reddy, 1994) . In view of this biological significance, the crystal structure of the title compound has been determined ( Fig. 1) . The title compound I was found to be antifungal and phytotoxic (U. Ashiq & R.A. Jamal, unpublished results).
Structure Reports Online
The title structure consists of a hydrazine group and indole ring linked by C=N bond exist in Z conformation. The molecule is essentially planar with a maximum deviation of 0.0232 (2) Å from the least-square plane. The Z conformation of the olefinic bond is get stablized by N3-H2N3···O1 intramolecular hydrogen bond (Fig. 1 ). The bond lengths and angles all are in normal range as in other structurally related compounds (Ali et al., 2005a (Ali et al., ,2005b Pelosi et al., 2005) ]. In the crystal structure, the molecules are linked by N3-H1N3···N2 and N1-H1N1···O1 intermolecular hydrogen bonds to form zig zag sheets running parallel to c axis. (symmetry codes as in Table 1 , Fig. 2 ). The intermolecular interactions network is further strengthened by significant π-π interactions between pyrrole (Cg(1)= N1/C5-C8) and phenyl (Cg(2)= C1-C5/C8) rings;
(Cg(1)to Cg(2) distance = 3.7390 (10) Å; -1+X,Y,Z).
Experimental
To a solution of 2,3-Indolinedione (25 mmol, 3.67 g) in 30 ml of ethanol with few drops of glacial acetic acid, hydrazine hydrate (12.5 ml, 250 mmol), was added. The mixture was refluxed for 2 h and a solid was obtained upon removal of the solvent by rotary evaporation. Crystal of the title compound suitable for X-ray crystallographic study were grown from a solution of ethanol by slow evaporation at room temperature.
Refinement
H atoms on the C of methine were positioned geomatrically with C-H= 0.93 Å, and constrained to ride on their parent atoms with U iso (H)= 1.2U eq (CH). The H atoms on the N atoms (N-H= 0.91 (2)-0.886 (19) Å) atoms were located in difference Fourier maps and refined isotropically. During refinement 521 Friedel pairs were merged. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0338 (10) 0.0300 (9) 0.0356 (9) 0.0003 (9) 0.0061 (8) 0.0005 (7) C6 0.0382 (10) 0.0273 (9) 0.0374 (9) 0.0020 (8) 0.0044 (9) 0.0014 (7) 
178.52 (18) C3-C4-C5-N1 178.8 (2) C1-C8-C7-C6 177.8 (2) C1-C8-C5-C4 0.6 (3) C5-C8-C7-C6 −0.5 (2) C7-C8-C5-C4 179.15 (17) O1-C6-C7-N2 1.1 (3) C1-C8-C5-N1 −178.57 (17) N1-C6-C7-N2 −178.18 (18) C7-C8-C5-N1 0.0 (2) O1-C6-C7-C8 −179.83 (17) C6-N1-C5-C4 −178.5 (2) N1-C6-C7-C8 0.8 (2) C6-N1-C5-C8 0.6 (2) O1-C6-N1-C5 179.82 (17) C5-C4-C3-C2 −0.5 (3) C7-C6-N1-C5 −0.9 (2) C1-C2-C3-C4 0.8 (3) C5-C8-C1-C2 −0.2 (3) supplementary materials sup-5
Hydrogen-bond geometry (Å, °) D-H···A D-H H···A D···A D-H···A N3-H2N3···O1 0.88 (2) 2.09 (2) 2.784 (2) 135 (2) N3-H1N3···N2 i 0.91 (2) 2.20 (3) 3.098 (2) 169 (2) N1-H1N1···O1 ii 0.90 (2) 1.98 (2) 2.866 (2) 168 (3) Symmetry codes: (i) x−1/2, −y−1/2, −z+1; (ii) x+1/2, −y+1/2, −z+1.
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